
GO:0006915
apoptotic process

0.079581
12 / 19

GO:0007049
cell cycle
0.271685

13 / 24

GO:0008150
biological_process

1.000000
27 / 57

GO:0008219
cell death
0.080035
13 / 21

GO:0008283
cell proliferation

0.009794
12 / 16

GO:0009987
cellular process

1.000000
26 / 56

GO:0010564
regulation of cell c...

0.000521
9 / 9

GO:0010941
regulation of cell d...

0.004577
13 / 17

GO:0012501
programmed cell deat...

0.130022
12 / 20

GO:0016265
death

0.080035
13 / 21

GO:0022402
cell cycle process

0.128634
13 / 22

GO:0042127
regulation of cell p...

0.019822
11 / 15

GO:0044699
single−organism proc...

0.780075
26 / 55

GO:0044763
single−organism cell...

0.733424
25 / 53

GO:0050673
epithelial cell prol...

0.003451
9 / 10

GO:0050678
regulation of epithe...

0.001344
8 / 8

GO:0050789
regulation of biolog...

0.904609
22 / 49

GO:0050794
regulation of cellul...

0.904609
22 / 49

GO:0051726
regulation of cell c...

0.019822
11 / 15

GO:0065007
biological regulatio...

0.830226
23 / 50

GO:0070997
neuron death

0.001344
8 / 8

GO:0097285
cell−type specific a...

7.07e−05
11 / 11

GO:1901214
regulation of neuron...

0.001344
8 / 8

GO BP DAG analysis



GO:0000166
nucleotide binding

0.1865
13 / 23

GO:0003674
molecular_function

1.0000
26 / 55

GO:0003779
actin binding

0.2189
2 / 2

GO:0003824
catalytic activity

0.7433
13 / 29

GO:0004518
nuclease activity

0.2649
3 / 4

GO:0004519
endonuclease activit...

0.2189
2 / 2

GO:0005488
binding
0.7811
25 / 53

GO:0005515
protein binding

0.2931
23 / 46

GO:0008092
cytoskeletal protein...

0.2649
3 / 4

GO:0016787
hydrolase activity

0.5434
6 / 12

GO:0016788
hydrolase activity, ...

0.2831
4 / 6

GO:0036094
small molecule bindi...

0.2649
13 / 24

GO:0042802
identical protein bi...

0.0597
8 / 11

GO:0097159
organic cyclic compo...

0.7214
16 / 35

GO:1901265
nucleoside phosphate...

0.1865
13 / 23

GO:1901363
heterocyclic compoun...

0.7214
16 / 35

GO MF DAG analysis



GO:0005575
cellular_component

1.0000
27 / 56

GO:0005623
cell

0.5179
27 / 55

GO:0005886
plasma membrane

0.0152
14 / 20

GO:0016020
membrane

0.5762
18 / 37

GO:0016323
basolateral plasma m...

0.1055
3 / 3

GO:0044425
membrane part

0.4116
12 / 23

GO:0044459
plasma membrane part

0.1205
7 / 10

GO:0044464
cell part
0.5179
27 / 55

GO:0071944
cell periphery

0.0152
14 / 20

GO:0098589
membrane region

0.0812
5 / 6

GO:0098590
plasma membrane regi...

0.1544
4 / 5

GO:0098805
whole membrane

0.0408
6 / 7

GO CC DAG analysis


